Background: The DNA repair gene XRCC1 Arg399Gln gene polymorphism has been found to be implicated in the development of various cancers, including colorectal cancer (CRC), in different populations. We aimed to determine any association of this polymorphism with the risk of CRC in Kashmir. Materials and Methods: included in this study. Genotyping was carried out by the polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP) method. Results: Genotype frequencies of XRCC1 Arg399Gln observed in controls were 34.2%, 42.5% and 23.3% for GG (Arg/Arg), GA (Arg/Gln), AA( Gln/Gln), respectively, and 28.3%, 66.7% association of Arg399Gln SNP with any clinicopathological parameters of CRC was found. Conclusions: We found the protective role of 399Gln allele against risk to the development of CRC. The XRCC1 heterozygote status appears to be a strong risk factor for CRC development in the Kashmiri population.
Introduction
Colorectal cancer (CRC) is the major cause of mortality and morbidity in western countries. It is third most common cancer in both men and women (Hisamuddin strand breaks (Caldecott et al., 1996; Masson et al., 1998 
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with the risk of colorectal cancer in Kashmiri population.
Materials and Methods
A total of 120 blood samples of CRC patients were between May 2009 and January 2011. All the cases control subjects were recruited from the same hospital and written informed consent was obtained from each recruited committee.
DNA extraction and polymerase chain reaction-restriction fragment length polymorphism (PCR-RFLP)
Genomic DNA was isolated by Phenol chloroform method from whole-blood samples of both cases and 
